
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary Figure 2. GO annotation analysis of 
DE genes in all samples as compared to controls (A), 
Group A samples as compared to controls (B), Group 
B samples as compared to controls (C), Group C 
samples as compared to controls (D) and metastatic 
samples as compared to controls (E). Main functions 
revealed included metabolic processes and cellular 
component organization and biogenesis. 


